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Bioscience

Histone Set 3 - H3,H4 N-terminal Library

Al
A2
A3
A4
A5
A6
A7
A8
A9
A10
All
Al2
B1
B2
B3
B4
BS
B6
B7
B8
B9
B10
B11
B12
C1
Cc2
C3
Cc4
C5
C6
c7
c8
C9
C10
Cl1
C12
D1
D2
D3
D4
D5
D6
D7
D8
D9
D10
D11
D12

H31-21

H3;-21R2me

H3;-,:R2meja
H3:-,:R2me,aT3phos
H3:-,1R2me,aT3phosK4mes
H3;-21R2me,aK4me;
H3;-,.T3phos
H3:,-,:T3phosK4mes
H3;-,:K4me

H3;-7:K4me;

H3;-,:K4mes
H3;-,:K4mesK9ac
H3;-7:K4mesK9mes
H3;.,K9%ac
H3,-,:K%9acS10phos
H3,-,:K%acTllphos
H3;-,:K%9acS10phosTllphos
H31-,:K9me

H3;-,:K9me,

H37-7:1K9mes
H3:-,1K9me;T11lphos
H3:-,1K9me3S10phos
H3:-,1K9me3S10phosTllphos
H3:-,:510phos
H3;-,1T11lphos
H3;-,:510phosTl1lphos
H34-,4S10phosTllphosKl4ac
H34-,4S10phosTllphosKl4me;
H3,.,4TllphosKl4ac
H34-24T11lphosKl4mes
H3,.,4K9%9acKl4dac
H3g-23K1l4ac
H3g-28K14acRl7mejza
H3g-23K14me

H3g-28K14me,

H3g-28K14me;
H3g-28K14mesR17mesa
H3g5-2R17me

H3g5-2R17mesa
H3g-,3K14acKl8ac
H31,-3R17mezaKl8ac
H31,-3:K18ac
H31,-3:K18acK23mes
H31,-3,K18acK23ac
H315-33K23ac
H315-33K23acR26me,a
H313-33K23acR26mej,ak27ac

Control 1
ARTKQTARKSTGGKAPRKQLA
AETKQTARKSTGGKAPRKQLA
AWTKQTARKSTGGKAPRKQLA
AVYQOKQTARKSTGGKAPRKQLA
AYOOQTARKSTGGKAPRKQLA
AYTOQTARKSTGGKAPRKQLA
ARQKQTARKSTGGKAPRKQLA
ARQOQTARKSTGGKAPRKQLA
ARTOQTARKSTGGKAPRKQLA
ARTIIQTARKSTGGKAPRKQLA
ARTOQTARKSTGGKAPRKQLA
ARTOQTARASTGGKAPRKQLA
ARTOQTAR®STGGKAPRKQLA
ARTKQTARASTGGKAPRKQLA
ARTKQTARAZTGGKAPRKQLA
ARTKQTARASQGGKAPRKQLA
ARTKQTARAZQGGKAPRKQLA
ARTKQTARDSTGGKAPRKQLA
ARTKQTARITSTGGKAPRKQLA
ARTKQTAR®STGGKAPRKQLA
ARTKQTAR®SCGGKAPRKQLA
ARTKQTAR®ZTGGKAPRKQLA
ARTKQTARG®ZOQGGKAPRKQLA
ARTKQTARKZTGGKAPRKQLA
ARTKQTARKSQGGKAPRKQLA
ARTKQTARKZQGGKAPRKQLA
Ac-KQTARKZQGGAAPRKQLATKA
Ac-KQTARKZQGGOAPRKQLATKA
Ac-KQTARKSQGGAAPRKQLATKA
Ac-KQTARKSQGGO®APRKQLATKA
Ac-KQTARASTGGAAPRKQLATKA
Ac-RKSTGGAAPRKQLATKAARKS
ARTKQTARKSTGGKAPRKQLA
AETKQTARKSTGGKAPRKQLA
AWTKQTARKSTGGKAPRKQLA
Ac-RKSTGGAAPWKQLATKAARKS
Ac-RKSTGGPAPRKQLATKAARKS
Ac-RKSTGGITAPRKQLATKAARKS
Ac-RKSTGGO®APRKQLATKAARKS
Ac-RKSTGGOAPYKQLATKAARKS
Ac-RKSTGGKAPEKQLATKAARKS
Ac-RKSTGGKAPWKQLATKAARKS
Ac-RKSTGGAAPRAQLATKAARKS
Ac-GGKAPYAQLATKAARKSAPAT
Ac-GGKAPRAQLATKAARKSAPAT
Ac-GGKAPRAQLAT®AARKSAPAT
Ac-GGKAPRAQLATAAARKSAPAT
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El
E2
E3
E4
ES
E6
E7
E8
E9
E10
El1
E12
F1
F2
F3
F4
F5
F6
F7
F8
F9
F10
F11
F12
Gl
G2
G3
G4
G5
G6
G7
G8
G9
G10
G11
G12
H1
H2
H3
H4
H5
H6
H7
H8
H9
H10
H11
H12

H315-33K23me
H315-33K23me;
H315-38K23mes
H315-38K23me3R2 6mea
H315-38K23me3R26me,aK27ac
H320-40

H3;0-40R26me
H3,0-40R26mesa
H330-s0R26mezaK27ac
H3,0-40R26mej,aK27acS28phos
H350-20R26me,aS28phos
H350-40K27ac
H3,0-40K27acS28phos
H350-20K27me
H330-40K27me;,
H330-40K27mes3
H3,0-40R26me,aK27mes
H3;0-40K27me3S28phos
H3;0-40R26me,aK27me;S28phos
H3,0-40S28phos

H4:.51

H4,.,:S1phos
H4,_,R3me
H4,.,R3meja
H4,_,R3me,aKbac
H4:.,:S1phosR3me,aK5ac
H4,_,:Kbac
H4,_,;K5acK8acKl2ac
H4,_,K5acK8ac
H4,_,:K8ac
H4,_,:K8acKl2ac
H4,_,:K12me
H4,_,K12me,
H4,_,K12me;
H4,_,K8acKl2me
H4,_,K8acKl2mes;
H4¢-,¢K12meKlbac
H4¢-,¢K12mesK1l6ac
H44_,¢K1l6ac

H411-31

H4,,-3:K20ac
H4,,.3:K16acK20ac
H4,:-3:K16acK20me
H4,:-3:K16acK20mes;
H41,-3;K20me
H4,-3K20me,
H4,-3:K20mes

Ac-KQLATOAARKSAPATGGVKKP
Ac-KQLATITAARKSAPATGGVKKP
Ac-KQLAT@AARKSAPATGGVKKP
Ac-KQLATOAAYKSAPATGGVKKP
Ac-KQLATOAAY/ASAPATGGVKKP
Ac-LATKAARKSAPATGGVKKPHR
Ac-LATKAAEKSAPATGGVKKPHR
Ac-LATKAAYKSAPATGGVKKPHR
Ac-LATKAAWASAPATGGVKKPHR
Ac-LATKAAWAZAPATGGVKKPHR
Ac-LATKAAWKZAPATGGVKKPHR
Ac-LATKAARASAPATGGVKKPHR
Ac-LATKAARAZAPATGGVKKPHR
Ac-LATKAARDSAPATGGVKKPHR
Ac-LATKAARIISAPATGGVKKPHR
Ac-LATKAAR®SAPATGGVKKPHR
Ac-LATKAAY@®SAPATGGVKKPHR
Ac-LATKAAR®ZAPATGGVKKPHR
Ac-LATKAAY@®ZAPATGGVKKPHR
Ac-LATKAARKZAPATGGVKKPHR
SGRGKGGKGLGKGGAKRHRKV

GRGKGGKGLGKGGAKRHRKV
SGEGKGGKGLGKGGAKRHRKV
SGYGKGGKGLGKGGAKRHRKV
SGYGAGGKGLGKGGAKRHRKV

GYGAGGKGLGKGGAKRHRKV
SGRGAGGKGLGKGGAKRHRKV
SGRGAGGAGLGAGGAKRHRKV
SGRGAGGAGLGKGGAKRHRKV
SGRGKGGAGLGKGGAKRHRKV
SGRGKGGAGLGAGGAKRHRKV
SGRGKGGKGLGDGGAKRHRKV
SGRGKGGKGLGIIGGAKRHRKV
Ac-KQLATOAARKSAPATGGVKKP
Ac-KQLATIIAARKSAPATGGVKKP
Ac-KQLAT®AARKSAPATGGVKKP
SGRGKGGKGLGOGGAKRHRKV
SGRGKGGAGLGDGGAKRHRKV
SGRGKGGAGLGO®GGAKRHRKV
Ac-GGKGLGDGGAARHRKVLRDNT
Ac-GGKGLGO®GGAARHRKVLRDNI
Ac-GGKGLGKGGAARHRKVLRDNI
Ac-GKGGAKRHRKVLRDNIQGITK
Ac-GKGGAKRHRAVLRDNIQGITK
Ac-GKGGAARHRAVLRDNIQGITK
Ac-GKGGAARHROVLRDNIQGITK
Ac-GKGGAARHROVLRDNIQGITK
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IT = dimethyl-Lys

© = trimethyl-Lys

Q = phospho-Thr

= = monomethyl-Arg

Y = asym dimethyl-Arg

Spacer = aminohexanoic acid, Ahx

Ac- = N-terminal acetylation




