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Bioscience

Histone Set 5 - Phosphorylation

and Arginine Methylation Library
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Q = phospho-Thr

' = phospho-Tyr

= = monomethyl-Arg

A = sym dimethyl-Arg

YV = asym dimethyl-Arg

C = citrulline

Spacer = aminohexanoic acid, Ahx

Ac- = N-terminal acetylation




